IP3 Calibration curve-EFC activity 
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Figure 1 



Stability of IP3-FP Assay 
Testing DTT in the IP3 dilution buffer 
1:300 dilution of Binding Protein 
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Figure 2 



IP3-FP: Calibration Curve 
for testing CHO-M1 cell detection- 0 time point 
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Figure 3a 
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BPdiutedin PP10/PTT buffer 
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Figure 3b 



IP3-Cy3B 0.5 nM (BP lot # 55) 
20 ul added ready to use 
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Figure 4 



IP3- Hexachlorofluorescein and 
Binding protein (BP) 
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Figure 5 



IP3-Alexa 532 and 50nM BP 
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Figure 6 



ATCC CHO-M1 cell line 
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Figure 7 



Cell Titration at Basal Level 
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